
Abstract The periwinkle Catharanthus roseus shares
glycophytic properties of crop plants. To contribute to-
wards an understanding of the glycophytic response to
salinity, large populations of M2 seeds having an origin
in nitroso-methyl urea and ethyl methane sulphonate
treatments were screened for germination with 250 mM
of NaCl. Out of the nine mutant lines so recovered,
which tolerated salt stress due to loss of the normal
glycophytic salinity response (GSR), the characteristics
of six gsr mutants are reported here. All six, gsr-1 to gsr-
6, differed from the wild-type in both seedling and adult-
plant morphological characters beside being salt tolerant.
The mutations in them were inherited as monogenic re-
cessive alleles at the corresponding wild-type loci. The
trans-complementation tests revealed that the gsr-1 to
gsr-6 mutants specified six complementation groups.
The mutant seedlings generally accumulated more pro-
line and glycine betaine, constitutively, than the wild-
type. The mutant plants transpired lower amounts of wa-
ter and accumulated higher amounts of proline under
drought stress. It was inferred that the products of the six
GSR genes defined here are involved in the regulation of
salt stress, as well as cell division, developmental and/or
morphogenetic pathway(s), in C. roseus.
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Introduction

Plants demonstrate wide variation in their tolerance to
salt, while the halophytes inhabiting the coastal areas can
complete their life cycles under salinity, whereas the in-
land glycophytes, including the crop plants, are relative-
ly sensitive to salt stress (Greenway and Munns 1980).
The properties of the inordinately salt-sensitive and salt-
tolerant mutants of glycophytic plants such as soybean,
barley, tobacco, tomato and Arabidopsis thaliana (Kueh
and Bright 1982; Saleki et al. 1993; Vazquez-Flota and
Loyola-Vargas 1994; Fellner and Sawhney 2001) show
that the deleterious effect of salt stress on seed germina-
tion and plant survival, growth and development results
mainly from repression and induction of salt-responsive
genes, especially those concerned with the protection of
cells by the accumulation of proline, other osmolytes or
of specific ions (Alia et al. 1988; Bray 1993; Werner and
Finkelstein 1995; Liu and Zhu 1997; Yancey et al. 1982).
Since the different glycophytic species would have
evolved differentially, the salt tolerance mechanism must
be studied in diverse plants to determine the minimum
genetic complement necessary for improving salt toler-
ance in food and industrial crops. Here, we report on the
pleiotropy of recessive salt-tolerant mutants affected in
six genes in the tropical glycophyte periwinkle, Cath-
aranthus roseus.

Materials and methods

Seeds of the variety Nirmal of C. roseus pre-soaked in water for
8 h were mutagenised with ethyl methane sulfonate (EMS,
0.002–0.2%, v/v) and N-nitroso-N-methyl urea (NMU, 0.0002–
0.2%, w/v), and sown to obtain 5,850 M1 plants to produce M2
seeds. Approximately 1.08 × 106 M2 seeds (about 1.04 × 106 and
0.44 × 105 from EMS and NMU treatment, respectively) and 3.25
× 103 control (wild-type) seeds were screened for germination in
the presence of 250 mM of NaCl, the salt concentration that com-
pletely inhibited the germination of wild-type seeds (Pandey-Rai
et al. 2001). Six of the nine mutants whose seedlings survived on
250-mM NaCl were included in this study.

Communicated by C. Möllers

S.P. Rai · R. Luthra · S. Kumar (✉)
Central Institute of Medicinal and Aromatic Plants, (CIMAP),
Lucknow – 226 015, India
e-mail: sushil2000_01@yahoo.co.in
Fax: +91-11-6167394

S.P. Rai · S. Kumar
National Centre for Plant Genome Research (NCPGR),
Post Box 10531, Jawaharlal Nehru University Campus, 
New Delhi – 110067, India

Theor Appl Genet (2003) 106:221–230
DOI 10.1007/s00122-002-1026-x

S.P. Rai · R. Luthra · S. Kumar

Salt-tolerant mutants in glycophytic salinity response (GSR) genes
in Catharanthus roseus

Received: 27 July 2001 / Accepted: 22 April 2002 / Published online: 13 September 2002
© Springer-Verlag 2002

Verwendete Distiller 5.0.x Joboptions
Dieser Report wurde automatisch mit Hilfe der Adobe Acrobat Distiller Erweiterung "Distiller Secrets v1.0.5" der IMPRESSED GmbH erstellt.Sie koennen diese Startup-Datei für die Distiller Versionen 4.0.5 und 5.0.x kostenlos unter http://www.impressed.de herunterladen.ALLGEMEIN ----------------------------------------Dateioptionen:     Kompatibilität: PDF 1.2     Für schnelle Web-Anzeige optimieren: Ja     Piktogramme einbetten: Ja     Seiten automatisch drehen: Nein     Seiten von: 1     Seiten bis: Alle Seiten     Bund: Links     Auflösung: [ 1200 1200 ] dpi     Papierformat: [ 595 785 ] PunktKOMPRIMIERUNG ----------------------------------------Farbbilder:     Downsampling: Ja     Berechnungsmethode: Bikubische Neuberechnung     Downsample-Auflösung: 150 dpi     Downsampling für Bilder über: 225 dpi     Komprimieren: Ja     Automatische Bestimmung der Komprimierungsart: Ja     JPEG-Qualität: Mittel     Bitanzahl pro Pixel: Wie Original BitGraustufenbilder:     Downsampling: Ja     Berechnungsmethode: Bikubische Neuberechnung     Downsample-Auflösung: 150 dpi     Downsampling für Bilder über: 225 dpi     Komprimieren: Ja     Automatische Bestimmung der Komprimierungsart: Ja     JPEG-Qualität: Mittel     Bitanzahl pro Pixel: Wie Original BitSchwarzweiß-Bilder:     Downsampling: Ja     Berechnungsmethode: Bikubische Neuberechnung     Downsample-Auflösung: 600 dpi     Downsampling für Bilder über: 900 dpi     Komprimieren: Ja     Komprimierungsart: CCITT     CCITT-Gruppe: 4     Graustufen glätten: Nein     Text und Vektorgrafiken komprimieren: JaSCHRIFTEN ----------------------------------------     Alle Schriften einbetten: Ja     Untergruppen aller eingebetteten Schriften: Nein     Wenn Einbetten fehlschlägt: Warnen und weiterEinbetten:     Immer einbetten: [ ]     Nie einbetten: [ ]FARBE(N) ----------------------------------------Farbmanagement:     Farbumrechnungsmethode: Alle Farben zu sRGB konvertieren     Methode: StandardArbeitsbereiche:     Graustufen ICC-Profil:      RGB ICC-Profil: sRGB IEC61966-2.1     CMYK ICC-Profil: U.S. Web Coated (SWOP) v2Geräteabhängige Daten:     Einstellungen für Überdrucken beibehalten: Ja     Unterfarbreduktion und Schwarzaufbau beibehalten: Ja     Transferfunktionen: Anwenden     Rastereinstellungen beibehalten: JaERWEITERT ----------------------------------------Optionen:     Prolog/Epilog verwenden: Nein     PostScript-Datei darf Einstellungen überschreiben: Ja     Level 2 copypage-Semantik beibehalten: Ja     Portable Job Ticket in PDF-Datei speichern: Nein     Illustrator-Überdruckmodus: Ja     Farbverläufe zu weichen Nuancen konvertieren: Nein     ASCII-Format: NeinDocument Structuring Conventions (DSC):     DSC-Kommentare verarbeiten: NeinANDERE ----------------------------------------     Distiller-Kern Version: 5000     ZIP-Komprimierung verwenden: Ja     Optimierungen deaktivieren: Nein     Bildspeicher: 524288 Byte     Farbbilder glätten: Nein     Graustufenbilder glätten: Nein     Bilder (< 257 Farben) in indizierten Farbraum konvertieren: Ja     sRGB ICC-Profil: sRGB IEC61966-2.1ENDE DES REPORTS ----------------------------------------IMPRESSED GmbHBahrenfelder Chaussee 4922761 Hamburg, GermanyTel. +49 40 897189-0Fax +49 40 897189-71Email: info@impressed.deWeb: www.impressed.de

Adobe Acrobat Distiller 5.0.x Joboption Datei
<<     /ColorSettingsFile ()     /AntiAliasMonoImages false     /CannotEmbedFontPolicy /Warning     /ParseDSCComments false     /DoThumbnails true     /CompressPages true     /CalRGBProfile (sRGB IEC61966-2.1)     /MaxSubsetPct 100     /EncodeColorImages true     /GrayImageFilter /DCTEncode     /Optimize true     /ParseDSCCommentsForDocInfo false     /EmitDSCWarnings false     /CalGrayProfile ()     /NeverEmbed [ ]     /GrayImageDownsampleThreshold 1.5     /UsePrologue false     /GrayImageDict << /QFactor 0.9 /Blend 1 /HSamples [ 2 1 1 2 ] /VSamples [ 2 1 1 2 ] >>     /AutoFilterColorImages true     /sRGBProfile (sRGB IEC61966-2.1)     /ColorImageDepth -1     /PreserveOverprintSettings true     /AutoRotatePages /None     /UCRandBGInfo /Preserve     /EmbedAllFonts true     /CompatibilityLevel 1.2     /StartPage 1     /AntiAliasColorImages false     /CreateJobTicket false     /ConvertImagesToIndexed true     /ColorImageDownsampleType /Bicubic     /ColorImageDownsampleThreshold 1.5     /MonoImageDownsampleType /Bicubic     /DetectBlends false     /GrayImageDownsampleType /Bicubic     /PreserveEPSInfo false     /GrayACSImageDict << /VSamples [ 2 1 1 2 ] /QFactor 0.76 /Blend 1 /HSamples [ 2 1 1 2 ] /ColorTransform 1 >>     /ColorACSImageDict << /VSamples [ 2 1 1 2 ] /QFactor 0.76 /Blend 1 /HSamples [ 2 1 1 2 ] /ColorTransform 1 >>     /PreserveCopyPage true     /EncodeMonoImages true     /ColorConversionStrategy /sRGB     /PreserveOPIComments false     /AntiAliasGrayImages false     /GrayImageDepth -1     /ColorImageResolution 150     /EndPage -1     /AutoPositionEPSFiles false     /MonoImageDepth -1     /TransferFunctionInfo /Apply     /EncodeGrayImages true     /DownsampleGrayImages true     /DownsampleMonoImages true     /DownsampleColorImages true     /MonoImageDownsampleThreshold 1.5     /MonoImageDict << /K -1 >>     /Binding /Left     /CalCMYKProfile (U.S. Web Coated (SWOP) v2)     /MonoImageResolution 600     /AutoFilterGrayImages true     /AlwaysEmbed [ ]     /ImageMemory 524288     /SubsetFonts false     /DefaultRenderingIntent /Default     /OPM 1     /MonoImageFilter /CCITTFaxEncode     /GrayImageResolution 150     /ColorImageFilter /DCTEncode     /PreserveHalftoneInfo true     /ColorImageDict << /QFactor 0.9 /Blend 1 /HSamples [ 2 1 1 2 ] /VSamples [ 2 1 1 2 ] >>     /ASCII85EncodePages false     /LockDistillerParams false>> setdistillerparams<<     /PageSize [ 595.276 841.890 ]     /HWResolution [ 1200 1200 ]>> setpagedevice



The morphological and biochemical properties of the wild-type
and mutants were compared at seedling and adult-plant stages as
follows, in experiments replicated three times. The sample size per
treatment per replication was ten seedlings or five adult plants.
The design of experiments for the statistical analysis was after
Cochran and Cox 1957 (Mishra et al. 2001). One week-old seed-
lings, germinated on filter-paper circles moistened with double-
distilled water, were irrigated with 0.150 and 200- or 250-mM of
NaCl for 7 days. The proline and betaine contents in the control
and treated seedlings were assayed according to Bates et al. (1973)
and Grieve and Gratton (1983), respectively. The proline contents
of leaves were similarly estimated in 8-week-old plants irrigated
with water or NaCl solution (150, 200 or 250 mM), every 24 h for
7 days. The sodium and potassium contents in the seedlings were
determined using the method of Jackson (1973), and the digital
flame photometer model CC22D Elico. of Pvt. Ltd. The seedlings
and adult plants of the above experiments were grown at 25 ± 2 °C
under about 2,200 lux of white fluorescent light using a 18-h light:
6-h dark cycle. To compare the effects of drought on wild-type
and mutants, 9-month-old plants were irrigated to 80% soil mois-
ture content. The pot and soil surfaces were tightly covered with a
polythene sheet to avoid direct evaporation of soil water. The pots
were placed in a greenhouse under natural-light conditions. The
soil moisture and proline content of leaves were assayed at a 
1-month interval until 3 months.

The vegetative and reproductive descriptors were recorded pe-
riodically on 36-week-old treated and untreated plants. To carry
out genetic complementation tests, the M3 and M4 generation mu-
tant plants and wild-type plants were reciprocally crossed in all
possible combinations. The salt sensitivity test was conducted on
30 seeds. The F1 seeds that germinated on 250 mM of NaCl and/or
on water were transplanted to observe the descriptors. For inherit-
ance studies a separate set of F1 seeds was used to raise the 
F2-generation selfed seeds. One set of F2 seeds was used to ascer-
tain germination over 250 mM of NaCl, and another set to obtain
adult plants for morphological description. Seeds formed on F2
plants were employed to study the behavior of F3 progenies.

Results

Heritability of distinguishing features of the salt-tolerant
mutants

The six mutants possessing reduced sensitivity to NaCl
used in this study demonstrated pleiotropic phenotypes
distinguishable from each other and that of the wild-type
(Table 1). The mutants have been called gsr-1 to gsr-6,
where gsr refers to absence of the normal glycophytic
salinity response. The mutants have now been main-
tained by selfing for six generations. The phenotypes,
the ability of seeds to produce seedlings after sowing on
250-mM NaCl medium, and characteristic seedling and
adult plant morphologies, were displayed by the proge-
nies of the six gsr mutants over all the generations with
nearly complete penetrance. 

The seedlings of the gsr-1 to gsr-4 mutants were
smaller in size than those of GSR, due to the shorter hy-
pocotyls. The gsr-2 mutant bore only one cotyledon, in
contrast to dicotyledony in the seedlings of GSR and
other gsr mutants. The gsr-3 and gsr-4 seedlings bore
long cotyledons. The roots of gsr-1 and gsr-2 seedlings
were of small size. Branched roots were formed on gsr-5
seedlings. The cotyledons had a dark green colour in gsr-
1, gsr-3 and gsr-6 seedlings, and a yellowish-green col-
our in gsr-2 and gsr-4 seedlings. The adult plants of gsr-

1, gsr-3 and gsr-4 were short statured. Branching was
profuse in gsr-1. The petioles of leaves were of small
size in gsr-1, gsr-2 and gsr-4. The plants bore leaves
with a smaller lamina in gsr-2, gsr-3, gsr4 and gsr-5.
The leaf lamina was oblong in GSR, obovate in gsr-1, el-
liptic in gsr-2, gsr-5 and gsr-6, and lanceolate in gsr-3
and gsr-4. The leaves of gsr-3, gsr-4 and gsr-5 were yel-
lowish. The flower corolla tube was of small size in gsr-
1, gsr-3, gsr-4 and very long in gsr-6. The pods were of
small size and fewer seeded in gsr-2, gsr-3 and gsr-4,
and was of larger size in gsr-6 as compared to GSR.

Complementation and inheritance-pattern analyses

The seedling and adult plant phenotypes of F1 progeny
from crosses between wild-type and gsr mutants in all
combinations are given in Table 2. The observations
showed that the seedling salt tolerance and plant mor-
phology were inherited as recessive traits. The F1 seeds
obtained from the reciprocal crosses between the six mu-
tants failed to germinate on 250 mM of NaCl medium.
The adult F1 plants from these crosses had normal mor-
phology of the parent cv Nirmal. Contrastingly, the in-
bred seeds and plants of mutants demonstrated their typi-
cal characteristics. These results of the complementation
analysis confirmed that different genes had mutated in
the gsr-1 to gsr-6 mutants. 

The observations on the F2 progenies of the crosses
summarized in Table 3 showed that the segregation be-
havior of salt tolerance and the altered morphology of
the gsr-1 to gsr-6 mutants fitted the Mendelian mono-
genic recessive transmission pattern. The behaviour of
F3 progenies from gsr × GSR crosses confirmed these
observations (Table 4). 

Relative sensitivity of gsr mutants to salt stress

The relative differences in the sensitivity of wild-type
and mutants to salt stress were determined by sowing
their seeds on media containing 0-, 150- and 200-mM
NaCl. While the mutant seeds germinated on all the me-
dia, the wild-type seeds did not germinate on 200-mM
NaCl. The sensitivities of the wild-type and mutants
were compared in terms of six seedling parameters (Ta-
ble 5). On the whole, the exposure of mutant seeds to
NaCl increased the time period taken for germination by
about 20%, and decreased hypocotyl and root sizes by
about 40 and 50%, respectively, and fresh and dry
weight of seedlings by about 45 and 30%, respectively.
Mutants differed in their germination response to differ-
ent concentrations of NaCl; gsr-4 had the slowest germi-
nation. As compared to others, the hypocotyls were of
larger size in gsr-4 and gsr-6; the roots were of small
size in gsr-1, gsr-2, gsr-4 and gsr-5, of intermediate size
in gsr-6 and of large size in gsr-3. The mutants fell into
the following order in terms of the dry weight of their
seedlings: gsr-1<gsr-2 and gsr-4<gsr-3, gsr-5 and gsr-6.
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Table 1 Morphological features of wild-type and salt-tolerant mutants of C. roseus

Relevent Important features of the plant at the Origin/
strain/ reference
genotypea Seedling stage Adult flowering stage

GSR Large thin hypocotyl; cotyledons two, Tall; stem branched, colour green (137B), Kulkarni 
green in colour (137B)b, texture pubescent, late branching; leaf petiole long, et al. 1999
obovate in shape; root long, lamina-large, oblong in shape, colour dark green (137A), 
unbranched texture pubescent, number more, apex mucronate, 

base acute; flower corolla tube long; pods slightly curved, 
large, many seeds per pod

gsr-1 Small thick hypocotyl; cotyledons two, Dwarf; stem hyper-branched, colour very dark green Ethyl methane 
very dark green (139B), oval in shape; (139B), texture pubescent, early branching; leaf petiole sulfonate (EMS)
root very small, unbranched size very small, lamina large, obovate in shape, mutagenesis

very dark green (139A), texture pubescent, number less, 
apex cuspidate, base obtuse; flower corolla tube small; 
pods highly curved, large, many seeds per pod

gsr-2 Small thin hypocotyl; cotyledon one, Tall; stem unbranched, colour green (137B), EMS
yellowish green (147B), obovate in shape, texture pubescent, late branching; leaf petiole size small, mutagenesis
slightly curved; root small, unbranched lamina small-sized, elliptic in shape, yellowish green 

(147A), texture pubescent, number less, apex acute, 
base acute; flower corolla tube long; 
pods slightly curved, small; several seeds per pod

gsr-3 Small thick hypocotyl; cotyledons two, Semidwarf; stem unbranched, colour yellowish green EMS
dark green (137A), ob-lanceolate (147B), texture pubescent, late branching; mutagenesis
in shape; root long, unbranched leaf petiole long, lamina small-sized, lanceolate 

in shape, yellowish green (147A), texture pubescent, 
number more, apex acute, base attenuate; flower corolla 
tube small; pods very small, unequal; several seeds per pod

gsr-4 Small thin hypocotyl; cotyledons two, Semidwarf; stem branched, colour yellowish green (147B), EMS 
yellowish green (147A), lanceolate texture glaucous, late branching; leaf petiole small, mutagenesis
in shape; root long, unbranched lamina small-sized, lanceolate in shape, 

yellowish green (147B), texture glaucous, number more, 
apex acute, base attenuate; flower corolla tube small; 
pods slightly curved, very small; several seeds per pod

gsr-5 Large thin hypocotyl; cotyledons two, Tall; stem multibranched, colour yellowish green (147B) EMS
green (137B), obovate in shape; texture pubescent, late branching; leaf petiole long, mutagenesis
root very long, multibranched lamina small-sized, elliptic in shape, yellowish green 

(146A), texture pubescent, number more, apex mucronate, 
base acute; flower corolla tube long; pods slightly curved,
large; many seeds per pod

gsr-6 Large thin hypocotyl; cotyledons two, Tall; stem branched, colour very dark green (139A), NMU 
dark green (137A), elliptic in shape; texture glaucous, late branching; leaf petiole long, 
root long, unbranched lamina large, elliptic in shape, colour dark green (139B), 

texture glaucous, number more, apex mucronate, 
base acute; flower corolla tube very long; 
pods slightly curved, very large, many seeds per pod

a = Each of the genotypes is homozygous for the concerned allele
b = Given in parenthesis are the colour codes of the Royal Horticulture Society: 137A, 137B, 139A, 139B = green group;
146A,147A,147B = yellow-green group

Table 2 Phenotypes of F1
seedlings and adult plants ob-
tained from reciprocal crosses
between wild-type (GSR)
and salt-resistant mutants (gsr)
in the periwinkle C. roseusa

Genetic stock GSR gsr-1 gsr-2 gsr-3 gsr-4 gsr-5 gsr-6

GSR +Sb +Mc +S +M +S +M +S +M +S +M +S +M +S +M
gsr-1 +S +M –Sd –Me +S +M +S +M +S +M +S +M +S +M
gsr-2 +S +M +S +M –S –M +S +M +S +M +S +M +S +M
gsr-3 +S +M +S +M +S +M –S –M +S +M +S +M +S +M
gsr-4 +S +M +S +M +S +M +S +M –S –M +S +M +S +M
gsr-5 +S +M +S +M +S +M +S +M +S +M –S –M +S +M
gsr-6 +S +M +S +M +S +M +S +M +S +M +S +M –S –M

a ≥100 seedlings and ≥25 adult plants were studied for each test
b +S = salt sensitivity in F1 seedlings
c +M = wild-type adult F1 plant morphology
d –S = salt tolerance in F1 seedlings
e –M = mutant morphology in adult F1 plants; +M and –M morphologies were typical



Among the six mutants, the time taken for the seeds to
germinate into seedlings possessing fully open cotyle-
dons was about 1.2 to 1.8-fold higher on 200 mM NaCl
medium than on distilled water, the maximum difference
being in gsr-1. There was about a 1.1 to 1.6-fold reduc-
tion in the hypocotyl length and dry weight of seedlings,
a 1.3 to 3.3-fold reduction in root length and a 1.3 to 2.1-

fold reduction in the fresh weight of seedlings by expo-
sure to 200-mM NaCl stress in the seedlings of the dif-
ferent mutants. The most affected were gsr-6 in hypocot-
yl length and fresh seedling weight, gsr-5 in root length
and gsr-1 in the dry weight of seedlings. Taking all the
parameters into consideration, the mutants could be ar-
ranged in the following decreasing order of sensitivity
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Table 3 Morphology and/or response to salt stress (250 mM of NaCl) in the parent and F2 generation progeny seedlings and adult
plants. The plants obtained by their transplanting had a respective mutant morphology

Parents (P) and No. of Number of seeds that χ2 test Number studied Morphologically χ2 test 
filial generations seeds  demonstrated of plants at 9-months (3:1)
of crosses (¬×¤) tested (3:1) of age Wild-type Mutant

Wild-type Mutant type phenotype phenotype
Salt sensitive Salt resistant
phenotype phenotypea

gsr+ gsr+ (Gsr+) 72 72 0
gsr-1–gsr-1– (Gsr-1–) 69 0 69
gsr-2–gsr-2– (Gsr-2–) 68 0 68
gsr-3–gsr-3– (Gsr-3–) 70 0 70
gsr-4–gsr-4– (Gsr-4–) 61 0 61
gsr-5–gsr-5– (Gsr-5–) 62 0 62
gsr-6–gsr-6– (Gsr-6–) 66 0 66
Gsr-1– × Gsr+ (F2) 565 425 140 0.01 66 49 17 0.02
Gsr+ × Gsr-1– (F2) 100 79 21 0.85 108 78 30 0.4
Gsr-2– × Gsr+ (F2) 793 586 207 0.52 206 154 52 0.01
Gsr+ × Gsr-2– (F2) 665 425 140 0.02 106 82 24 0.32
Gsr-3– × Gsr+ (F2) 267 212 55 2.7 52 41 11 0.4
Gsr+ × Gsr-3– (F2) 79 60 19 0.03 222 169 53 0.2
Gsr-4– × Gsr+ (F2) 220 168 52 0.2 100 75 25 0
Gsr+ × Gsr-4– (F2) 99 70 29 0.97 98 75 23 0.12
Gsr-5– × Gsr+ (F2) 90 69 21 0.13 50 39 11 0.24
Gsr+ × Gsr-5– (F2) 92 70 22 0.05 105 78 27 0.03
Gsr-6– × Gsr+ (F2) 402 301 101 0.003 108 83 25 0.2
Gsr+ × Gsr-6– (F2) 480 359 121 0.01 67 49 18 0.12

Table 4 Stability of gsr mutant phenotypes in F3 progenies arising from gsr × GSR crosses

Cross Behaviour of F3 progeny seedlings raised from F2 plants processing:

Wild-type morphology Mutant morphology

Number Number of progenies that gave: Number Number of progenies that gave:
of progenies of progenies 
screened Only Both Seedlings screened Salt-tolerant Seedlings

salt-sensitive salt-sensitive bearing seedlings bearing 
seedlings wild-type any new bearing any new  
of wild-type morphology morphologies typical mutant morphologies
morphologya bearinga +  morphologybc

salt-tolerant 
typical mutant 
morphology 
bearing 
seedlingsbc

gsr-1 × GSR 100 21 56+23 0 47 47 0
gsr-2 × GSR 230 49 130+51 0 76 76 0
gsr-3 × GSR 210 56 102+52 0 63 63 0
gsr-4 × GSR 130 29 71+30 0 40 40 0
gsr-5 × GSR 115 23 67+25 0 35 35 0
gsr-6 × GSR 130 33 68+29 0 40 40 0

a Germinated on 150-mM NaCl and died on transfer to 250-mM
NaCl medium
b Germinated on 150-mM NaCl and survived on transfer to 250-
mM NaCl medium

c Seedlings were transplanted and resulting plants were observed.
At the flowering stage no new morphologies were apparent



towards 200-mM NaCl stress: gsr-4 > gsr-5 > gsr-3 >
gsr-2 > gsr-1 > gsr-6. 

Differential sodium uptake and potassium retention
in seedlings under salt stress

It will be seen from the Table 6 that seedlings of the
wild-type and mutants grown on distilled water for about
2 weeks had a comparable Na+ content of about 0.2% on
a dry weight basis. In the similarly treated seedlings the
K+ content of the wild-type and gsr-1, gsr-3, gsr-4 and
gsr-6 was about 1.0%. The K+ content of the seedlings of
gsr-2 and gsr-5 was however about 25% higher. Expo-
sure to NaCl increased the Na+ content and decreased the
K+ content of seedlings. The average increase of Na+

over all the genotypes was 2- and 3.7-fold in seedlings
grown over 150- and 250-mM NaCl, respectively, as
compared to those grown in distilled water. The presence
of 150- and 250-mM NaCl decreased the K+ content of
seedlings by 1.3- and 1.7-fold respectively. The Na+ con-

tent of the wild-type seedlings increased about 2.7-fold
and that of mutant seedlings 3.6 to 4.5-fold upon expo-
sure to 250 mM of NaCl. The NaCl stress resulted in the
accumulation of 1.3 to 1.7-fold higher amounts of Na+ in
the mutant seedlings as compared to the wild-type seed-
lings. Na+ accumulation was highest in the seedlings of
the gsr-2, gsr-4 and gsr-5 mutants. Interestingly the K+

content of the wild-type and mutants was similarly lower
by about 1.7-fold under the NaCl rich incubation condi-
tions. Again, K+ reduction was more pronounced in the
seedlings of gsr-2, gsr-4 and gsr-5 mutants. 

Proline and glycine–betaine accumulation

The observations summarized in Tables 7 and 8 showed
that the mutant seedlings and adult plants accumulated
more proline, on average about 1.7-times more proline,
than the wild-type when grown without exogenous NaCl.
The proline accumulation in gsr-2 was twice that in the
wild-type, under these conditions. The seedlings of all
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Table 5 Effect of the NaCl stress on the seedling growth parameters in salt-resistant mutants and the salt-sensitive wild-type in the peri-
winkle C. roseus

Relevent Concentration Germination Hypocotyl Root Fresh weight Dry weight 
genotypea/statistic of NaCl (mM) span time length (mm) length (mm) of ten of ten 

(days)b seedlings seedlings 
(mg) (mg)

GSR 0 3.3 ± 0.2 21.2 ± 0.3 18.0 ± 0.1 127.7 ± 1.5 6.7 ± 1.2
150 4.3 ± 0.4 16.1 ± 0.1 10.2 ± 0.2 75.3 ± 1.2 5.6 ± 1.0
200 –c – – – –

gsr-1 0 3.0 ± 0.1d 13.0 ± 0.3 12.1 ± 0.1 87.7 ± 1.2 6.3 ± 0.5
150 3.5 ± 0.2 12.1 ± 0.1 11.3 ± 0.2 69.7 ± 1.1 5.7 ± 0.3
200 5.3 ± 0.1 11.2 ± 0.2 9.20 ± 0.3 45.0 ± 0.9 4.0 ± 0.4

gsr-2 0 3.5 ± 0.3 16.3 ± 0.1 13.0 ± 0.1 77.0 ± 1.0 7.0 ± 1.0
150 4.3 ± 0.4 14.2 ± 0.2 11.2 ± 0.3 61.0 ± 0.8 7.0 ± 1.1
200 4.8 ± 0.1 14.1 ± 0.1 6.10 ± 0.1 46.0 ± 1.5 6.3 ± 1.5

gsr-3 0 3.3 ± 0.1 16.2 ± 0.1 29.0 ± 0.2 115.7 ± 1.5 8.7 ± 1.0
150 3.8 ± 0.1 13.3 ± 0.2 21.1 ± 0.3 97.0 ± 1.0 7.7 ± 0.9
200 4.0 ± 0.2 13.4 ± 0.1 21.2 ± 0.4 75.1 ± 0.5 6.7 ± 0.5

gsr-4 0 4.8 ± 0.1 15.1 ± 0.1 12.1 ± 0.1 120.0 ± 1.5 7.0 ± 1.5
150 6.3 ± 0.1 13.2 ± 0.2 11.0 ± 0.3 95.0 ± 2.0 6.0 ± 1.2
200 6.3 ± 0.2 13.4 ± 0.1 8.20 ± 0.1 94.0 ± 1.1 5.7 ± 1.0

gsr-5 0 4.3 ± 0.1 14.0 ± 0.1 13.0 ± 0.3 121.0 ± 1.0 8.0 ± 1.1
150 5.5 ± 0.1 13.3 ± 0.3 11.2 ± 0.1 54.0 ± 1.5 6.7 ± 1.2
200 5.8 ± 0.1 12.2 ± 0.4 4.40 ± 0.3 93.0 ± 1.9 6.6 ± 1.1

gsr-6 0 4.0 ± 0.1 26.0 ± 0.1 18.0 ± 0.1 144.0 ± 1.0 9.0 ± 1.0
150 4.3 ± 0.2 18.1 ± 0.2 11.5 ± 0.2 102.0 ± 0.8 7.7 ± 1.5
200 4.8 ± 0.1 16.2 ± 0.3 11.6 ± 0.2 69.0 ± 0.9 6.3 ± 1.4

Mean 0 3.8 ± 0.3 17.8 ± 0.2 16.4 ± 0.2 113.2 ± 8.8 7.6 ± 0.4
150 4.6 ± 0.4 14.1 ± 0.1 12.5 ± 0.1 87.7 ± 5.9 6.7 ± 0.3
200 4.5 ± 0.8 11.1 ± 0.2 8.40 ± 0.3 60.3 ± 10.9 5.1 ± 0.9

Grand mean 4.3 ± 0.3 14.3 ± 0.2 12.3 ± 0.2 86.9 ± 15.1 6.5 ± 0.8

Critical difference (CD) at 99% level 
of confidence to compare:
(1) Genotypic effects 1.1 3 2 1.9 0.8
(2) NaCl concentration effects 0.5 1 1 1.3 0.6
(3) Genotypic effects at a NaCl concentration 1.4 3 2 3.5 1.7
(4) NaCl concentration effects in a genotype 1.6 4 2 3.9 1.6

a Genotypes are homozygous for the respective allele
b Opening of cotyledons was taken as a sign of germination
c Nil germination in 14 days

d Each observation in the tables gives the average measurement in
a treatment ±SE
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Table 6 Sodium (Na+) and potassium (K+) contents in the seedlings of wild-type (GSR) and glycophytic-response minus salt-tolerant
mutants (gsr) of the periwinkle C. roseus germinated under normal and NaCl stress conditions

Relevent % Na+ in dried germinated seedlings % K+ in dried germinated seedlings that had been
genotype/ that had been grown on medium containing: grown on medium containing:
statistic

No NaCl 150 mM NaCl 250 mM NaCl Mean No NaCl 150 mM NaCl 250 mM NaCl Mean

GSR 0.19 ± 0.01 0.36 ± 0.05 0.53 ± 0.04 0.36 1.04 ± 0.10 0.82 ± 0.20 0.61 ± 0.10 0.82
gsr-1 0.20 ± 0.02 0.43 ± 0.01 0.75 ± 0.01 0.46 0.99 ± 0.20 0.84 ± 0.10 0.69 ± 0.09 0.84
gsr-2 0.18 ± 0.01 0.48 ± 0.02 0.81 ± 0.02 0.49 1.25 ± 0.10 0.96 ± 0.20 0.59 ± 0.08 0.93
gsr-3 0.19 ± 0.03 0.39 ± 0.01 0.68 ± 0.10 0.42 0.99 ± 0.40 0.85 ± 0.04 0.61 ± 0.02 0.81
gsr-4 0.21 ± 0.01 0.39 ± 0.04 0.88 ± 0.11 0.49 0.99 ± 0.30 0.91 ± 0.01 0.67 ± 0.04 0.85
gsr-5 0.20 ± 0.02 0.44 ± 0.08 0.87 ± 0.01 0.51 1.31 ± 0.11 0.88 ± 0.02 0.74 ± 0.05 0.97
gsr-6 0.19 ± 0.04 0.43 ± 0.09 0.72 ± 0.12 0.45 1.04 ± 0.40 0.75 ± 0.04 0.59 ± 0.04 0.79
Mean 0.20 ± 0.03 0.42 ± 0.02 0.75 ± 0.05 0.45 1.09 ± 0.05 0.86 ± 0.10 0.64 ± 0.02 0.86

Critical difference at the 99% level of confidence to compare:
(1) genotypes: 0.10 0.14
(2) NaCl treatments: 0.05 0.11
(3) Genotypes at a NaCl concentration: 0.09 0.19
(4) Effect of NaCl concentrations in a genotype: 0. 13 0.21

Table 7 Content of free proline
in 2-week-old seedlings
of the wild-type (GSR)
and salt-tolerant mutants (gsr)
of the periwinkle C. roseus
grown in the presence and ab-
sence of NaCl. CD at 99% lev-
el of confidence to compare:
genotypes ≤0.1, NaCl treat-
ments ≤0.1, genotype at a NaCl
concentration ≤0.2, NaCl treat-
ments in a genotype ≤0.2

Table 8 Content of free proline
in 8-week-old plants
of the wild-type (GSR)
and salt-tolerant mutants (gsr)
of the periwinkle C. roseus
grown in the presence and ab-
sence of NaCl. CD at 95%
and 99% levels of confidence
to compare: genotypes = 1.4,
2.3, NaCl effects = 2.7, 3.6,
genotype at a NaCl concentra-
tion = 4.7, 6.2, NaCl treatments
in a genotype = 4.6, 6.2

Genotype Proline content (µM/g fresh weight) in seedlings grown in the presence 
or absence of NaCl

0 mM NaCl 150 mM NaCl 200 mM NaCl Mean

GSR 1.1 ± 0.1 2.0 ± 0.3 2.4 ± 0.5 1.8 ± 0.4
gsr-1 1.9 ± 0.4 2.2 ± 0.1 2.3 ± 0.9 2.1 ± 0.1
gsr-2 2.2 ± 0.1 3.2 ± 0.2 3.8 ± 0.4 3.1 ± 0.5
gsr-3 1.5 ± 0.3 1.8 ± 0.2 3.1 ± 0.2 2.1 ± 0.5
gsr-4 1.4 ± 0.2 1.8 ± 0.2 3.0 ± 0.3 2.1 ± 0.4
gsr-5 1.3 ± 0.9 1.8 ± 0.5 3.0 ± 0.1 2.0 ± 0.8
gsr-6 1.6 ± 0.2 2.6 ± 0.1 3.5 ± 0.3 2.6 ± 0.5
Mean 1.6 ± 0.1 2.2 ± 0.2 3.0 ± 0.2 2.3 ± 0.4

Genotype Proline content (µM/g fresh weight) in plants grown with and without NaCl

0 mM NaCl 150 mM NaCl 200 mM NaCl Mean

GSR 1.5 ± 0.5 2.7 ± 0.4 3.8 ± 0.2 2.7 ± 0.7
gsr-1 2.6 ± 0.7 2.8 ± 0.5 4.8 ± 0.4 3.4 ± 0.7
gsr-2 3.1 ± 0.1 3.7 ± 0.3 5.7 ± 0.3 4.2 ± 0.8
gsr-3 2.0 ± 0.8 4.0 ± 0.1 5.1 ± 0.2 3.7 ± 0.9
gsr-4 2.6 ± 0.1 4.1 ± 0.1 5.2 ± 0.1 4.0 ± 0.4
gsr-5 2.1 ± 0.1 3.2 ± 0.2 4.5 ± 0.3 3.3 ± 0.6
gsr-6 2.3 ± 0.1 4.8 ± 0.3 5.4 ± 0.4 4.2 ± 0.8
Mean 2.3 ± 0.2 2.2 ± 0.3 5.0 ± 0.2 2.3 ± 0.4

Table 9 Glycine-betaine con-
tent in 2-week-old seedlings
of the wild-type (GSR)
and salt-tolerant (gsr) mutants
of the periwinkle C. roseus
grown in the presence and ab-
sence of NaCl. CD at 95
and 99% levels of confidence
to compare: genotypes = 1.4,
2.3, NaCl effects = 2.7, 3.6,
genotype at a NaCl concentra-
tion = 4.7, 6.2, NaCl treatments
in a genotype = 4.6, 6.2

Genotype Glycine-betaine content (µM/g dry weight) in seedlings grown with 
and without NaCl

0 mM NaCl 150 mM NaCl 200 mM NaCl Mean

GSR 17.8 ± 1.1 23.6 ± 1.5 35.5 ± 0.2 25.6 ± 5.2
gsr-1 23.0 ± 0.9 33.7 ± 0.7 38.3 ± 0.4 31.7 ± 4.5
gsr-2 29.8 ± 0.5 40.3 ± 0.4 51.2 ± 0.3 40.4 ± 6.2
gsr-3 25.0 ± 0.3 34.2 ± 0.4 40.8 ± 0.1 33.3 ± 4.6
gsr-4 27.8 ± 0.1 31.0 ± 0.3 44.4 ± 0.2 34.4 ± 5.1
gsr-5 25.9 ± 0.3 35.0 ± 0.9 40.3 ± 1.1 33.8 ± 4.2
gsr-6 23.7 ± 0.4 40.8 ± 0.5 51.2 ± 0.3 38.6 ± 8.0
Mean 24.7 ± 1.5 34.1 ± 2.2 43.1 ± 2.3 34.0 ± 0.4



the genotypes accumulated more proline when exposed
to NaCl stress. In the wild-type and all the mutants ex-
cept gsr-1, the proline concentration in seedlings germi-
nated in the presence of 200-mM NaCl was 1.7 to 2.3-
fold higher than that in the absence of NaCl supplemen-
tation. Exposure to NaCl increased proline concentration
only by a factor of 1.2 in the gsr-1 seedlings. The levels
of proline in the adult plants of the wild-type and indi-
vidual mutants, tested with and without NaCl exposure,
were similar. Irrespective of NaCl treatments, gsr-2 and
gsr-6 plants accumulated a relatively higher level of pro-
line. 

It will be further seen from Table 9 that the mutant
seedlings accumulated about 1.4-fold more glycine-beta-
ine than the wild-type seedlings, without NaCl stress. All
genotypes accumulated more glycine-betaine under
NaCl stress than without NaCl stress. Under 200 mM
NaCl, the gsr-2, gsr-4 and gsr-6 seedlings accumulated
more glycine-betaine than the seedlings of the other ge-
notypes. Whereas the level of proline accumulation un-
der 200 mM NaCl versus 0 mM NaCl was similarly in-
creased in Gsr and gsr-6, the inducible accumulation of
proline was lower in other genotypes. 

Improved toleration of drought stress by gsr mutants

It will be seen from the results summarized in Table 10
that the mutant plants evaporated 1.3 to 2.4-fold less wa-

ter than the wild-type by the end of 2 months from the
withdrawal of irrigation. By the end of 12 weeks of such
imposed drought conditions, the plants of gsr-1 had
evaporated about 25% less water than plants of other ge-
notypes. The mutants could be arranged in the following
order in terms of their drought tolerance: gsr-1 > gsr-2 >
gsr-3 to gsr-6 > wild-type (GSR). The drought-affected
plants of the gsr-2 mutant accumulated much more pro-
line than the similarly affected plants of the other geno-
types (Table 11). 

Discussion

The above described properties of six monogenic reces-
sive mutants of C. roseus in this angiospermic species
have revealed the identity of corresponding complemen-
tation groups of genes whose products/functions are in-
volved in the suppression of innate tolerance to saline
conditions and in morphogenetic organ development.
Some of the concerned characteristics of the mutants iso-
lated and examined here are discussed below in terms of
the information on response to NaCl stress gathered from
studies on other plant species.

Available evidence suggests that the degree to which
NaCl stress is tolerated in glycophytic plant species is
determined by the coordinated expression of the genes
that are responsible for the various protective homeostat-
ic mechanisms, and of those that lower the efficiency
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Table 10 Amount of water tak-
en up after last irrigation
by wild-type (GSR) and salt-
tolerant (gsr) mutants
of the periwinkle C. roseus

Genotype Percent water taken up by adult plant from soil irrigated 
with a measured amount of water

4-weeks 8-weeks 12-weeks

GSR 31.3 ± 4.1 73.0 ± 4.2 80.0 ± 4.2
gsr-1 11.0 ± 0.3 31.1 ± 0.4 60.5 ± 1.2
gsr-2 18.7 ± 0.4 48.1 ± 3.1 74.5 ± 1.0
gsr-3 23.0 ± 1.5 63.2 ± 2.1 78.0 ± 1.6
gsr-4 14.9 ± 0.8 58.1 ± 0.2 75.2 ± 1.2
gsr-5 14.1 ± 1.2 60.5 ± 0.3 76.3 ± 1.1
gsr-6 26.2 ± 1.1 60.9 ± 1.6 75.4 ± 1.2
Mean 19.9 ± 2.8 56.4 ± 3.4 74.3 ± 3.9
CDa 2.3 5.6 10.8

Table 11 Free proline content
in water stressed plants of wild-
type (GSR) and salt-tolerant
mutants (gsr) of the periwinkle
C. roseus

Genotype Proline content in adult plant (µM/g fresh weight) at different times
after withdrawal of irrigation

4-weeks 8-weeks 12-weeks Mean

GSR 21.6 ± 3.1 35.2 ± 1.0 32.4 ± 0.5 29.7 ± 10.3
gsr-1 28.4 ± 0.5 38.3 ± 1.2 40.5 ± 0.1 35.7 ± 3.7
gsr-2 37.0 ± 1.0 44.0 ± 1.6 44.5 ± 1.2 41.8 ± 2.4
gsr-3 22.7 ± 1.3 36.1 ± 2.0 42.1 ± 0.2 33.6 ± 7.6
gsr-4 26.9 ± 0.9 35.1 ± 1.8 38.3 ± 0.3 33.4 ± 3.4
gsr-5 24.9 ± 1.4 35.3 ± 1.2 38.3 ± 0.3 32.8 ± 4.1
gsr-6 31.2 ± 0.2 37.1 ± 1.0 38.9 ± 0.2 35.7 ± 2.3
Mean 27.5 ± 2.0 37.3 ± 1.2 39.1 ± 5.9 34.7 ± 0.5
CDa 2.5 6.8 2.6

a = CD, critical difference to
compare genotype with a 99%
level of confidence

a = CD, critical difference to
compare genotypes with a 99%
level of confidence



and effectiveness of the salt tolerance-giving mecha-
nisms. This idea that salt tolerance is a quantitative trait
is based on the heritable ecotypic differences in salt tol-
erance between land races of several weeds and crops
(Zhu 2000), and on the recovery of both salt-sensitive
and salt-tolerant mutants in certain plants where salt tol-
erance has been genetically analyzed (Werner and
Finkelstein 1995; Zhu et al. 1998; Tsugane et al. 1999).

Mutants in five genes whose wild-type alleles are nec-
essary for salt tolerance have been identified in A. thali-
ana (Wu et al. 1996; Liu and Zhu 1997; Liu et al. 2000).
Additionally, single gene mutants that confer enhanced
salt tolerance are known in a fern (Warne and Hickok
1987), A. thaliana (Saleki et al. 1993; Werner and Finkel-
stein 1995; Tsugane et al. 1999), soybean (Abel 1969)
and barley (Kueh and Bright 1982). Nine genes based on
salt-tolerant properties in their recessive mutants have
been defined in A. thaliana (Werner and Finkelstein
1995; Zhu et al. 1998; Quesada et al. 2000). Based on the
properties of these mutants, it is possible to suggest that
the products of such A. thaliana genes and of those de-
fined in C. roseus in the present work must somehow be
involved in the down-regulation of mechanisms con-
cerned with salt tolerance in respective species.

A seedling’s/plant’s response to NaCl stress is expect-
ed to be the coordinated outcome of the responses of var-
ious kinds of cells present in all its tissues and organs to
the primary hyper-osmotic and -ionic stresses, and any
secondary stress such as oxidative stress. Intracellular
accumulation of high concentrations of Na+ and Cl– may
cause cell death by such effects as disruption of the orga-
nization of nuclear, cytoplasmic and/or organelle mem-
branes, metabolic toxicity, de-regulation of gene expres-
sion, attenuation of nutrient uptake and genetic damage
(Yeo 1998; Hasegawa et al. 2000). Halophytes are able
to protect their vital functions by compartmentalization
of toxic ions into vacuoles (Flowers et al. 1977, 1986).
Glycophytic cells also possess vacuoles and therefore
may escape from hyper-ionic damage by vacuolization
of the toxic ions (Apse et al. 1999; Shi et al. 2000). Both
halo- and glyco-phytes are known to achieve osmotic ad-
justment in their cells by local accumulation of organic
solutes (Flowers et al. 1986; Greenway and Munns
1980). A cell’s internal osmotic potential is known to be
lowered by the presence of charged compatible osmoly-
tes such as proline and glycine-betaine (Yoshiba et al.
1995; Bohnert and Shen 1999). The compatible osmoly-
tes are also known to lower the intracellular concentra-
tions of reactive oxygen species produced under condi-
tions of NaCl stress (Hayashi et al. 1997). The differ-
ences in salt tolerance between different plant types and
different tissues/organs in a plant, and temporal differ-
ences in a tissue/organ, are likely to arise from differen-
tial regulation of the fluxes of Na+ and expression of
pathways for the synthesis and catabolism of osmolytes,
and of proteins and enzymes that may protect cells
against damage that may occur (Rhodes and Samaras
1994; Kasuga et al. 1999; Hasegawa et al. 2000). Some
of these mechanisms have been ascribed protective/re-

medial roles against NaCl stress in certain available salt-
tolerant mutants. The salt tolerance in a soybean mutant
has been related to its ability to exclude Cl– (Abel 1969).
The barley salt-tolerant mutants have been shown to ac-
cumulate more than a normal level of proline (Kueh and
Bright 1982). Salt tolerance in certain A. thaliana mu-
tants has been found to be correlated with the overpro-
duction of proline and/or glycine-betaine (Saleki et al.
1993; Werner and Finkelstein 1995; Zhu et al. 1998;
Quesada et al. 2000).

The NaCl tolerance mutants of C. roseus in this study
appears to be related in some measure to the hyper-accu-
mulation of proline and glycine-betaine. The seedlings of
all the six mutants accumulated significantly more pro-
line and glycine-betaine without being exposed to exoge-
nous NaCl (constitutive accumulation). The amount of
constitutively accumulated proline was nearly double in
the mutants of the GSR-1 and GSR-2 genes, as compared
to that in the wild-type GSR seedlings. The exposure to
NaCl vastly increased the proline and glycine-betaine
contents of the mutants of all the GSR genes, except in
the mutants of the GSR-1 and GSR-2 genes where the in-
ducible accumulation of proline was quite low. The mu-
tants of the GSR-2 and GSR-6 genes accumulated more
proline than the wild-type in seedlings and adult plants
under conditions of NaCl stress.

The amino-acid proline is synthesized from the ami-
no-acid glutamic acid (Delauney and Verma 1993; 
Kishore et al. 1995). The quaternary ammonium com-
pound glycine-betaine is synthesized from choline 
(Rathinasabapathi et al. 1997). The constitutive and
NaCl inducible expression levels of the pathways to the
synthesis of glutamic acid and choline, and subsequent
extensions of these pathways to the syntheis of proline
and glycine-betaine and the catabolism rates of the two
osmolytes, are expected to determine the concentrations
of proline and glycine-betaine in the NaCl-stressed wild-
type and gsr mutants of C roseus. The observed differ-
ences in the constitutive and inducible accumulation lev-
els between the mutants indicate that the pathways to
proline and glycine-betaine must be differentially sup-
pressed by the activities of the GSR-1 to GSR-6 genes.
Since the NaCl – inducible regulatory mechanism for
proline accumulation has been largely negated by the
gsr-1 mutation, the product of the GSR-1 gene must be
an element, perhaps a transcription factor, in the promo-
tion of proline synthesis under NaCl stress.

High concentrations of salt in the rhizosphere create
drought-like conditions and cause a water deficit in
plants. All the C. roseus mutants – gsr-1 to gsr-6 – with-
stood water deficiency better than the wild-type and ac-
cumulated more proline than the wild-type under these
conditions. Among the mutants, gsr-2 accumulated more
proline than the others. It is possible to suggest that the
product of the GSR-2 gene may have a genetically nega-
tive role on the mechanisms concerned with NaCl stress
remediation.

The seedling and adult-plant morphologies of the gsr-1
to gsr-6 mutants of C. roseus are pleiotropically different
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from those of the wild-type and there are large differ-
ences between the morphologies of the mutants. The re-
sponses of the mutants to NaCl stress were observed to
be quantitatively different in terms of the various param-
eters used. These properties mean that the mutants reveal
a novel stress tolerance mechanism(s) operating in
plants. The products of the GSR-1 to GSR-6 genes must
be involved in NaCl-stress control and in the determina-
tion of cell-division, differentiation and morphogenesis
processes, both at seedling and adult-plant stages. These
genes encode proteins which perhaps have regulatory ef-
fects on the expression of other genes affecting diverse
functions. The GSR genes may specify transcription fac-
tors, proteases or other kinds of macromolecules that al-
low control over the quantities of the products of genes
regulated by them. Since gsr-1 to gsr-6 mutants are able
to integrate cellular and whole-body protective responses
to NaCl stress, and are morphologically altered, the
GSR-1 to GSR-6 genes may control a signalling cascade
involving the interplay of different growth regulators
such as brassinosteroids, gibberellins, auxins, cytokinins,
abscisic acid and ethylene (Wilkinson et al. 1995; 
Ishitani et al. 1997; Morgan and Drew 1997; Shinozaki
and Yamaguchi-Shinozaki 1997; Leung and Giraudat
1998; Pandey-Rai et al. 2001).

The properties of the mutants in the six genes identi-
fied in C. roseus in this study indicate that there are
several pathways for controlling the damage caused by
salt stress in plants. It can also be suggested that these
pathways, which must be independent up to the points
affected by the mutations described here, may subse-
quently remain independent or interact with each other
for the final effect. The mutations described provide
base material to uncover the hierarchical relationships
between the genes defined by them. The mutants have
indeed provided morphological and genetical markers
to pyramid salt tolerance in C. roseus. It should be pos-
sible to test the hypothesis that halophytes have origi-
nated from glycophytes by loss-of-sensitivity functions
(Hasegawa et al. 2000). Further study of these mutants
will help in the understanding of salt-perception, – ac-
cumulation and – toleration mechanisms. Prospective
work on the GSR-genes is expected to provide material
for improving the salt tolerance of food and industrial
crop plants.
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